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The linkage disequilibrium structure of the serotonin transporter gene (SLC6A4) locus on chromosome 17q11.2 implicated in schizophrenia risk. Graphical representation created by Locusview 2.0 software (Petryshen and Kirby, unpublished software; http:// www.broad.mit.edu/mpg/locusview). Transcripts for three genes (SLC6A4, BLMH, and DKFZP43K1421) are represented by purple horizontal lines with the location of exons marked with vertical ticks. The previously reported markers 5-HTTLPR and Stin2.VNTR polymorphisms are shown in green. Genotype data were obtained for 30 Caucasian CEPH (Centre d'Etude Polymorphisme Humain) trios from the International Haplotype Mapping Project (www.hapmap.org) for SNPs across this locus. The haplotype block structure was generated using HaploView software (reference [70] ; http://www.broad.mit.edu/mpg/haploview). Pairwise marker linkage disequilibrium structure is indicated by the matrix at bottom, Genomic positions are according to the NCBI Build 34 human genome assembly. For more information on this topic, please see the article by Fan et al on page 928-938. 
